INFORMAL SEQUENCE LISTING 



NOVEL PROTEINS 

SEQ ID NO:l 

(cDNA Sequence of PN7740) 

CGAGAATTTCCAGCAGGCAAGGCAGTGGCCGCTTTGACTGCTTGCTTCGGAGATCCGAG 
ACGACGGAGAAGGCACTCTTATTTACCGACCAAGAAAGCTCCTCCCCCGTCCTCCGTTA 
GCTAATTAAAACATTTTTCAGGGACGTAGCCATCCAGAGACATTCCATTATTGTTCCAT 
TGACCTTTCCCTCATCACTGAGTCCTTTGGAGCTGAGTT ATG TCAACAGCTGCCTTAAT 
TACTTTGGTCAGAAGTGGTGGGAACCAGGTGAGAAGGAGAGTGCTGCTAAGCTCCCGCC 
TGCTGCAGGACGACAGGCGGGTGACACCCACGTGCCACAGCTCCACTTCAGAGCCTAGG 
TGTTCTCGGTTTGACCCAGATGGTAGTGGGAGTCCAGCTACCTGGGACAATTTTGGGAT 
CTGGGATAACCGCATTGATGAGCCAATTCTGCTGCCACCCAGCATTAAGTATGGCAAGC 
CAATTCCCAAAATCAGCTTGGAAAATGTGGGGTGCGCCTCACAGATTGGCAAACGGAAA 
GAGAATGAAGATCGGTTTGACTTCGCTCAGCTGACAGATGAGGTCCTGTACTTTGCAGT 
GTATGATGGACACGGTGGACCTGCAGCAGCTGATTTCTGTCATACCCACATGGAGAAAT 
GTATTATGGATTTGCTTCCTAAGGAGAAGAACTTGGAAACTCTGTTGACCTTGGCTTTT 
CTAGAAATAGATAAAGCCTTTTCGAGTCATGCCCGCCTGTCTGCTGATGCAACTCTTCT 
GACCTCTGGGACTACTGCAACAGTAGCCCTATTGCGAGATGGTATTGAACTGGTTGTAG 
CCAGTGTTGGGGACAGCCGGGCTATTTTGTGTAGAAAAGGAAAACCCATGAAGCTGACC 
ATTGACCATACTCCAGAAAGAAAAGATGAAAAAGAAAGGATCAAGAAATGTGGTGGTTT 
TGTAGCTTGGAATAGTTTGGGGCAGCCTCACGTAAATGGCAGGCTTGCAATGACAAGAA 
GTATTGGAGATTTGGACCTTAAGACCAGTGGTGTCATAGCAGAACCTGAAACTAAGAGG 
ATTAAGTTACATCATGCTGATGACAGCTTCCTGGTCCTCACCACAGATGGAATTAACTT 
CATGGTGAATAGTCAAGAGATTTGTGACTTTGTCAATCAGTGCCATGATCCCAACGAAG 
CAGCCCATGCGGTGACTGAACAGGCAATACAGTACGGTACTGAGGATAACAGTACTGCA 
GTAGTAGTGCCTTTTGGTGCCTGGGGAAAATATAAGAACTCTGAAATCAACTTCTCATT 
CAGCAGAAGCTTTGCCTCCAGTGGACGATGGGCCTGATTACCAGCTGGGACTTAGAGTT 
TCTGTGCAACAGTTTTTCACTGAGCATGTCAAGAAACTGATAAGATCAAAAAGGTCTCC 
TAACTCACTAGATCAGCGCACAAGTCAGTGTAAACCACTTAGATAGTAGTTTTTTCATA 
AATGCTCATCATATTTATGTTCCGCTGTACATGTTCAGTATAAATATATGTGTAGTGAA 
GCTACTGTGAGTCTTTAAATGGAAAGAGCAAATGAGAAGTGGTTTGGATACACTTGATG 
AGAGATGAGAGTGTCACATTAATAATTTTTAAGACTCTTAGGCAGCTATGGGTTTCTTT 
TGATCATTTTTGTTCTTTATTCATTTGAACACGTTTTTGAAGTTCTTCAAAACTAGTCA 
GTTTGAATTTTGACAGCTATTCAATATGTGATCTCCAAGTTTAAAAAAATTTTTTTCCA 
GACTTCCCTAATCCTAAAATGCGAGTTTTTATTTTTAATAACTGTACCAAGGAATAAGT 
ATGAAAA.CAGTTCTCTGTTACCATATTTTGTATTCTGGACCACTTACTGGTGAAAGCAA 
CCATGCAAAAGAAATTAATTTGGCCAGGCACAGTGGCTCATGCCTGTAATCCCAAATTG 
CTGGGATTACAGCACTGTGCCCTCCTAGGAAATTATTTTTTAAGTGAAATTTTATTTTT 
ATTTTTTTTAGGATTTTGGTAGAGAATGAGTAGGCCTACTCATCAATATCAAACAGGAC 
ATTTAGTTTCTTTCCTTAGAACAGACATAAATTTAATTTCATGGTAATATGATAATAAG 
AAAATGCTTCTATTTTTCTTTAGCACCTCCATGGTTCTCATATACCCATGTCTGTAAAA 
AGTGACATGAGAA.TTTTGTTGGGTTACATTTTATTGTATTTATTAGATTCGCTTATATA 
GATGACTTAGGCAGAAATAAAGTCATGTCTTTAGAAGGTGAACAAGCCAACTTGTGATG 
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GCCTGCCTTTTGCTTTTGGCAGTTGGGATGAGAACAATTGACTCTCCCATTGGTTGTTA 
GATAGTTGAAATGGTGCGTTGGTGGTCATACTTAGTGTTCTAGGCTGTGAAATCATGGA 
GTTCTTCCACTTCCAAGAATGACTCATTTGCTGTTGGATTCTAGTACAGAATTTAGCAG 
CCTGATGTGTCCCCAAACTGATTTAATTTCTACTGAAGTGCCCTTGTGTACATTTGTTT 
TGTAATTTACCAAAGTACTACCTGAGTGTATAATGACTCCTGCAGTGAGTTAATGTAAT 
TGCTGCTTTGACCATTGTTTTAAATCTGTGTACTAGAGTAACTGTGAGCAGAATGAAAT 
CACATTATCTCAGTGTTCAAAATATCATTCTAATAAAGTACATGCATTAAACAATTTTA 
AAAAAAACAAAAAAAAAAAAAAAAAA 



SEQ ID NO: 2 

(Amino Acid Sequence of PN7740) 

MSTAALITLVRSGGNQVRRRVLLSSRLLQDDRRVTPTCHSSTSEPRCSRFDPDGSGSPA 
TWDNFGIWDNRIDEPILLPPSIKYGKPIPKISLENVGCASQIGKRKENEDRFDFAQLTD 
EVLYFAVYDGHGGPAAADFCHTHMEKCIMDLLPKEKNLETLLTLAFLEIDKAFSSHARL 
SADATLLTSGTTATVALLRDGIELWASVGDSRAILCRKGKPMKLTIDHTPERKDEKER 
IKKCGGFVAWNSLGQPHWGRLAMTRSIGDLDLKTSGVIAEPETKRIKLHHADDSFLVL 
TTDGINFMVNSQEICDFWQCHDPNEAAHAVTEQAIQYGTEDNSTAVWPFGAWGKYKN 
SEINFSFSRSFASSGRWA 

Antisense Oligonucleotides Directed Against: 
BAT 3 

SEQ ID NO: 3 5 ' - ttaggctccatggccgacag-3 ' 
SEQ ID NO: 4 5 ' -aggctccatggccgacaggt-3 ' 
SEQ ID NO:5 5 ' -gctccatggccgacaggtct-3 ' 

GLYP 

SEQ ID NO: 6 5 ' -cggagctccatggcggggcc-3 ' 

SEQ ID NO:7 5 ' -gagctccatggcggggccgg-3 ' 

SEQ ID NO: 8 5 ' -gctccatggcggggccggcg-3 ' 

LRP2 

SEQ ID NO: 9 5 ' -ccgcgatccatctccgcgac-3 ' 

SEQ ID NO: 10 5 ' -gcgatccatctccgcgacgg-3 ' 

SEQ ID NO: 11 5 ' -gatccatctccgcgacggtc-3 ' 
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LRPAP1 

SEQ ID NO: 12 
SEQ ID NO: 13 
SEQ ID NO: 14 

TTR 

SEQ ID NO: 15 
SEQ ID NO: 16 
SEQ ID NO: 17 

APBB1 (710) 

SEQ ID NO: 18 
SEQ ID NO: 19 
SEQ ID NO: 20 

PN7740 

SEQ ID NO: 21 
SEQ ID NO: 22 
SEQ ID NO: 23 

APBA1 

SEQ ID NO: 24 
SEQ ID NO: 25 
SEQ ID NO: 26 



5' -cgcggcgccatcatcccccg-3 
5' -cggcgccatcatcccccgct-3 
5' -gcgccatcatcccccgctca-3 

5' -tgagaagccatcctgccaag-3 
5' -agaagccatcctgccaagaa-3 
5' -aagccatcctgccaagaatg-3 

5' -ggaacagacatggccttggc-3 
5' -aacagacatggccttggcag-3 
5' -cagacatggccttggcagct-3 

5' -gctgttgacataactcagct-3 
5' -tgttgacataactcagctcc-3 
5' -ttgacataactcagctccaa-3 

5' -aagtggttcatggtgggagt-3 
5' -gtggttcatggtgggagtcg-3 
5' -ggttcatggtgggagtcgga-3 
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GLUL 

SEQ ID NO: 27 
SEQ ID NO: 28 
SEQ ID NO: 29 

KIAA0427 

SEQ ID NO: 30 
SEQ ID NO: 31 
SEQ ID NO: 32 

PSK467) 

SEQ ID NO: 33 
SEQ ID NO: 34 
SEQ ID NO: 35 

CASK 

SEQ ID NO: 36 
SEQ ID NO: 37 
SEQ ID NO: 38 

DMD(3685) 

SEQ ID NO: 3 9 
SEQ ID NO: 40 
SEQ ID NO: 41 



5' -gaggtggtcatggtggaagg-3' 
5' -ggtggtcatggtggaaggtg-3' 
5' -tggtcatggtggaaggtgtt-3 ' 

5' -gagttttccatccctccagc-3 ' 
5' -gttttccatccctccagctc-3 ' 
5' -tttccatccctccagctcag-3 ' 

5' -aactctgtcattggagcaac-3 ' 
5 ' -ctctgtcattggagcaactg-3 ' 
5 ' -ctgtcattggagcaactgta-3 ' 

5' -tcgtcggccatggtccggag-3 ' 
5' -gtcggccatggtccggaggg-3 ' 
5' -cggccatggtccggagggga-3 ' 

5' -caccaaagcattttgaaaag-3 ' 
5' -ccaaagcattttgaaaagtg-3 ' 
5' -aaagcattttgaaaagtgta-3 ' 
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CIB 

SEQ ID NO: 42 
SEQ ID NO: 43 
SEQ ID NO: 44 

SIP 

SEQ ID NO: 45 
SEQ ID NO: 46 
SEQ ID NO: 47 

APBA2 

SEQ ID NO: 48 
SEQ ID NO: 49 
SEQ ID NO: 50 

P6AD 

SEQ ID NO: 51 
SEQ ID NO: 52 
SEQ ID NO: 53 

ETFB 

SEQ ID NO: 54 
SEQ ID NO: 55 
SEQ ID NO: 56 



5' -gagccccccatcgccccgcc-3 
5' -gccccccatcgccccgccgc-3 
5' -cccccatcgccccgccgcgc-3 

5' -acaagcttcatggtcacaag-3 
5' -aagcttcatggtcacaagcg-3 
5' -gcttcatggtcacaagcgaa-3 

5' -cggtgggccatggcagtcgt-3 
5' -gtgggccatggcagtcgttc-3 
5' -gggccatggcagtcgttcac-3 

5' -gcaaaagccattgctggagt-3 
5' -aaaagccattgctggagttg-3 
5' -aagccattgctggagttggc-3 

5' -agctccgccatcttcccgcc-3 
5' -ctccgccatcttcccgccgc-3 
5' -ccgccatcttcccgccgcag-3 
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GAPD 

SEQ ID NO: 57 
SEQ ID NO: 58 
SEQ ID NO: 59 

PS2 (448) 

SEQ ID NO: 60 
SEQ ID NO: 61 
SEQ ID NO: 62 

ATPMB 

SEQ ID NO: 63 
SEQ ID NO: 64 
SEQ ID NO: 65 

GASP 

SEQ ID NO: 66 
SEQ ID NO: 67 
SEQ ID NO: 68 

PI4K 

SEQ ID NO: 69 
SEQ ID NO: 70 
SEQ ID NO: 71 



5' -accttccccatggtgtctga-3 ' 
5' -cttccccatggtgtctgagc-3 ' 
5' -tccccatggtgtctgagcga-3 ' 

5' -aatgtgagcatagccctgcc-3 ' 
5' -tgtgagcatagccctgcctc-3 ' 
5' -tgagcatagccctgcctctg-3 ' 

5' -aatgaagtcatttttaaccc-3 ' 
5' -tgaagtcatttttaaccctt-3 ' 
5' -aagtcatttttaacccttat-3 ' 

5' -gccccagtcatggtacaagt-3 ' 
5' -cccagtcatggtacaagtta-3 ' 
5' -cagtcatggtacaagttaca-3 ' 

5' -atctcccgcatgaactacag-3 ' 
5' -ctcccgcatgaactacaggt-3 ' 
5' -cccgcatgaactacaggtac-3 ' 
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5HT-2A 

SEQ ID NO: 72 
SEQ ID NO: 73 
SEQ ID NO: 74 

KIAA03 51 

SEQ ID NO: 75 
SEQ ID NO: 76 
SEQ ID NO: 77 

TRIO(2861) 

SEQ ID NO: 78 
SEQ ID NO: 79 
SEQ ID NO: 80 

MAP3K10 

SEQ ID NO: 81 
SEQ ID NO: 82 
SEQ ID NO: 83 

BAX-beta 

SEQ ID NO: 84 
SEQ ID NO: 85 
SEQ ID NO: 86 



5' -agaatatccatgtctaagcc-3 ' 
5' -aatatccatgtctaagccag-3 ' 
5' -tatccatgtctaagccagaa-3 ' 

5' -ctcttgtacatagtctccag-3 ' 
5' -cttgtacatagtctccaggc-3 ' 
5' -tgtacatagtctccaggcca-3 ' 

5' -atagctttcatttcatcgtt-3 ' 
5' -agctttcatttcatcgtttt-3 ' 
5' -ctttcatttcatcgtttttt-3' 

5' -tcctcctccatgggggaggg-3 ' 
5' -ctcctccatgggggaggggc-3 ' 
5' -cctccatgggggaggggccg-3 ' 

5' -gacccgtccatcaccgccgc-3 ' 
5' -cccgtccatcaccgccgctc-3 ' 
5 ' -cgtccatcaccgccgctccc-3 ' 
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KCNMA1 

SEQ ID NO: 87 
SEQ ID NO: 88 
SEQ ID NO: 89 

FAK2 

SEQ ID NO: 90 
SEQ ID NO: 91 
SEQ ID NO: 92 

ABCC8 

SEQ ID NO: 93 
SEQ ID NO: 94 
SEQ ID NO: 95 

PDE9A 

SEQ ID NO: 96 
SEQ ID NO: 97 
SEQ ID NO: 98 

SCD 

SEQ ID NO: 99 
SEQ ID NO: 100 
SEQ ID NO: 101 



5 ' -ccatttgccatagctagcaa-3 ' 
5 ' -atttgccatagctagcaacg-3 ' 
5 ' -ttgccatagctagcaacggg-3 ' 

5' -accccagacatcctctcagg-3 ' 
5 ' -cccagacatcctctcaggca-3 ' 
5' -cagacatcctctcaggcagc-3 ' 

5 ' -gccaggggcatggcggcgcg-3 ' 
5 ' -caggggcatggcggcgcggg-3 ' 
5 ' -ggggcatggcggcgcgggcg-3 ' 

5' -ccggatcccatcctgcgccc-3 ' 
5 ' -ggatcccatcctgcgcccgg-3 ' 
5 ' -atcccatcctgcgcccggcg-3 ' 

5 ' -tgggccggcatcttggctct-3 ' 
5 ' -ggccggcatcttggctctcc-3 ' 
5 ' -ccggcatcttggctctccga-3 ' 
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RAB11A 

SEQ ID NO: 102 
SEQ ID NO: 103 
SEQ ID NO: 104 

FAK 

SEQ ID NO: 105 
SEQ ID NO: 106 
SEQ ID NO: 107 

CSNK2A2 

SEQ ID NO: 108 
SEQ ID NO: 109 
SEQ ID NO: 110 

GTM3 

SEQ ID NO: 111 
SEQ ID NO: 112 
SEQ ID NO: 113 

BCR 

SEQ ID NO: 114 
SEQ ID NO: 115 
SEQ ID NO: 116 



5' -cgggtgcccattgcgcggcc-3 ' 
5 ' -ggtgcccattgcgcggccga-3 ' 
5' -tgcccattgcgcggccgagg-3 ' 

5' -gcagctgccattattttgct-3 ' 
5' -agctgccattattttgctag-3 ' 
5' -ctgccattattttgctagat-3 ' 

5' -gggccgggcatggcgggcgg-3 ' 
5' -gccgggcatggcgggcggga-3' 
5 ' - cgggcatggcgggcgggacc - 3 ' 

5' -atagacgactcgcacgacat-3 ' 
5' - tgtgcggaaatccattactt-3 ' 
5' -actgggccatcttgttgttg-3 ' 

5' -gggtccaccatggcgcggcc-3 ' 
5' -gtccaccatggcgcggccgg-3 ' 
5' -ccaccatggcgcggccggcc-3 ' 
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PSD95 

SEQ ID NO: 117 
SEQ ID NO: 118 
SEQ ID NO: 119 

DLG3 

SEQ ID NO: 120 
SEQ ID NO: 121 
SEQ ID NO: 122 

SEMA4C(821) 

SEQ ID NO: 123 
SEQ ID NO: 124 
SEQ ID NO: 125 

HTF4 

SEQ ID NO: 126 
SEQ ID NO: 127 
SEQ ID NO: 128 

SRCAP 

SEQ ID NO: 129 
SEQ ID NO: 130 
SEQ ID NO: 131 



5' -agacagtccatgttgggggg-3 
5' -acagtccatgttggggggcc-3 
5' -agtccatgttggggggcctg-3 

5' -tgcttgtgcatggcactgcc-3 
5' -cttgtgcatggcactgcccc-3 
5' -tgtgcatggcactgcccccc-3 

5' -tgtggggccatggcgcacgc-3 
5' -tggggccatggcgcacgccc-3 
5' -gggccatggcgcacgccccg-3 

5' -tggggattcatcttcggcca-3 
5' -gggattcatcttcggccact-3 
5' -gattcatcttcggccacttc-3 

5' -tccttggccatggtggaagc-3 
5' -cttggccatggtggaagcaa-3 
5' -tggccatggtggaagcaatt-3 
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FKBP25 

SEQ ID NO: 132 
SEQ ID NO: 133 
SEQ ID NO: 134 

APP(695) 

SEQ ID NO: 135 
SEQ ID NO: 136 
SEQ ID NO: 137 

AP3D1 

SEQ ID NO: 138 
SEQ ID NO: 139 
SEQ ID NO: 140 

PTPZ 

SEQ ID NO: 141 
SEQ ID NO: 142 
SEQ ID NO: 143 

PGD-synt 

SEQ ID NO: 144 
SEQ ID NO: 145 
SEQ ID NO: 146 



5' -gccgccgccatcttccggat-3 
5' -cgccgccatcttccggattt-3 
5' -ccgccatcttccggatttta-3 

5' -ccgggcagcatcgcgaccct-3 
5' -gggcagcatcgcgaccctgc-3 
5' -gcagcatcgcgaccctgcgc-3 

5' -ttgagggccatcgcggcggc-3 
5' -gagggccatcgcggcggccc-3 
5' -gggccatcgcggcggcccac-3 

5' -aggattcgcatttccagacg-3 
5' -gattcgcatttccagacggt-3 
5' -ttcgcatttccagacggtct-3 

5' -tgagtagccattctcctgca-3 
5' -agtagccattctcctgcagc-3 
5' -tagccattctcctgcagcag-3 
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ACHE (614) 

SEQ ID NO: 147 
SEQ ID NO: 148 
SEQ ID NO: 14 9 

CAPN4 

SEQ ID NO: 150 
SEQ ID NO: 151 
SEQ ID NO: 152 

KIAA0436 

SEQ ID NO: 153 
SEQ ID NO: 154 
SEQ ID NO: 155 

ALP END 

SEQ ID NO: 156 
SEQ ID NO: 157 
SEQ ID NO: 158 

GIPC 

SEQ ID NO: 159 
SEQ ID NO: 160 
SEQ ID NO: 161 



5' -gggggcctcatggctgcagg-3 
5' -gggcctcatggctgcagggc-3 
5' -gcctcatggctgcagggcag-3 

5' -accaggaacatggctgcgac-3 
5' -caggaacatggctgcgactc-3 
5' -ggaacatggctgcgactcac-3 

5' -aatgcatccatgttttctgg-3 
5' -tgcatccatgttttctggaa-3 
5' -catccatgttttctggaagg-3 

5' -ttctgggacatggcgggacc-3 
5' -ctgggacatggcgggaccgg-3 
5' -gggacatggcgggaccggga-3 

5' -cccagcggcatgagcagcga-3 
5' -cagcggcatgagcagcgaga-3 
5' -gcggcatgagcagcgagaag-3 



Page 12 of 34 



CTNND2 

SEQ ID NO: 162 
SEQ ID NO: 163 
SEQ ID NO: 164 

CLTC 

SEQ ID NO: 165 
SEQ ID NO: 166 
SEQ ID NO: 167 

PKP2 (881) 

SEQ ID NO: 168 
SEQ ID NO: 169 
SEQ ID NO: 170 

14-3-3b-l 

SEQ ID NO: 171 
SEQ ID NO: 172 
SEQ ID NO: 173 

14-3-3Z 

SEQ ID NO: 174 
SEQ ID NO: 175 
SEQ ID NO: 176 



5' -ggcggcttcctcgcaaacat-3 ' 
5' -attggcattttgagtgcatc-3 ' 
5' -gccgggtagtggctcgtttc-3 ' 

5' -atctgggccatggcgctgtc-3 ' 
5' -ctgggccatggcgctgtcgg-3 ' 
5' -gggccatggcgctgtcgggg-3 

5' -ggggctgccatggggccggt-3' 
5' -ggctgccatggggccggtgg-3 ' 
5' -ctgccatggggccggtgggg-3 ' 

5' -tccattgtcattccctgact-3 ' 
5' -cattgtcattccctgactcc-3 ' 
5 ' - ttgtcattccctgactccaa-3 ' 

5' -tttttatccatgactggatg-3 ' 
5' -tttatccatgactggatgtt-3 ' 
5' -tatccatgactggatgttct-3 ' 
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EPS8 

SEQ ID NO: 177 
SEQ ID NO: 178 
SEQ ID NO: 179 

SNCAU40) 

SEQ ID NO: 180 
SEQ ID NO: 181 
SEQ ID NO: 182 

ERAB 

SEQ ID NO: 183 
SEQ ID NO: 184 
SEQ ID NO: 185 

Be 12 -alpha 

SEQ ID NO: 186 
SEQ ID NO: 187 
SEQ ID NO: 188 

ENOA 

SEQ ID NO: 189 
SEQ ID NO: 190 
SEQ ID NO: 191 



5' -tgaccattcattgtgtcttt-3 ' 
5' -accattcattgtgtctttca-3 ' 
5' -cattcattgtgtctttcact-3 ' 

5' -aatacatccatggctaatga-3 ' 
5' -tacatccatggctaatgaat-3 ' 
5' -catccatggctaatgaattc-3 ' 

5' -ctccgacacgctgctgccat-3' 
5 ' -tgaccccacgttggcctccc-3 ' 
5 ' -ctgcatacgaatggccccat-3 ' 

5' -gcgtgcgccatccttcccag-3 ' 
5 ' -gtgcgccatccttcccagag-3 ' 
5 ' -gcgccatccttcccagagga-3 ' 

5 ' -agaatagacatggtgaactt-3 ' 
5 ' -aatagacatggtgaacttct-3 ' 
5' -tagacatggtgaacttctag-3 ' 
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AXIN 

SEQ ID NO: 192 
SEQ ID NO: 193 
SEQ ID NO: 194 

cit-synt 

SEQ ID NO: 195 
SEQ ID NO: 196 
SEQ ID NO: 197 

ALDOC 

SEQ ID NO: 198 
SEQ ID NO: 199 
SEQ ID NO: 2 00 

CKB 

SEQ ID NO: 2 01 
SEQ ID NO: 2 02 
SEQ ID NO: 2 03 

NRGN 

SEQ ID NO: 2 04 
SEQ ID NO: 2 05 
SEQ ID NO: 2 06 



5' -tggtggcgggaccccgggcc-3 ' 
5' -tgacacggccctgggggccc-3 ' 
5' -ctcgaacctcctcaaacacc-3 ' 

5' -gccgcagtaagtaaagccat-3 ' 
5' -gttagagtcaatggccccaa-3 ' 
5' -gctcatggacttgggccttt-3 ' 

5' -gagtgaggcatggtgacagc-3 ' 
5' -gtgaggcatggtgacagctc-3 ' 
5; -gaggcatggtgacagctccc-3' 

5' -gagaagggcatggcggcggc-3' 
5 ' -gaagggcatggcggcggcgg- 3 ' 
5 ' - agggcat ggcggcggcgggc - 3 ' 

5' -cagcagtccatgctggtgtc-3 ' 
5' -gcagtccatgctggtgtcgg-3 ' 
5' -agtccatgctggtgtcgggg-3' 
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RAB3A 

SEQ ID NO: 2 07 
SEQ ID NO: 2 08 
SEQ ID NO:209 

PRDX3 

SEQ ID NO: 210 
SEQ ID NO: 211 
SEQ ID NO: 212 

SMN1 

SEQ ID NO: 213 
SEQ ID NO: 2 14 
SEQ ID NO: 215 

SFRS9 

SEQ ID NO: 216 
SEQ ID NO: 217 
SEQ ID NO: 218 

TFCP2 

SEQ ID NO: 219, 
SEQ ID NO: 220 
SEQ ID NO: 221 



5' -gcggatgccatcttgccctg-3 ' 
5' -ggatgccatcttgccctgca-3 ' 
5' -atgccatcttgccctgcacc-3 ' 

5' -cgtcctacagcagccgccat-3 ' 
5' -accaaatatttccccttaaa-3 ' 
5' -cttctgaaagtactctttgg-3 ' 

5 ' -ctcatcgccatagcaaaccc-3 ' 
5' -catcgccatagcaaacccgc-3 ' 
5 ' -tcgccatagcaaacccgcgg-3 ' 

5' -cagcccgacatccgcaccgc-3 ' 
5' -gcccgacatccgcaccgccc-3 ' 
5' -ccgacatccgcaccgcccga-3 ' 

5' -gcccaggccatcctggctcc-3 ' 
5' -ccaggccatcctggctcctt-3 ' 
5' -aggccatcctggctccttcc-3 ' 
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4F5S 

SEQ ID NO: 222 5 ' -ccacgggccatgccgaccac-3 ' 

SEQ ID NO: 223 5 ' -acgggccatgccgaccacca-3 ' 

SEQ ID NO:224 5 ' -gggccatgccgaccaccaac-3 ' 



Peptide Fragments 
Of BAT 3 Interactors: 
GLYP 

SEQ ID NO: 225 C S E KMAL STAS DDRC WNGMA 
SEQ ID NO: 226 RGRYLPEVMGDGLANQ I NNP 
SEQ ID NO: 227 EVE VD I TKPDMT I RQQ I MQL 
SEQ ID NO: 228 KI MTNRLRS AYNGNDVD FQD 
SEQ ID NO: 22 9 TNRLRSAYNGNDVDFQDASD 
SEQ ID NO: 23 0 

CSEKMALSTASDDRCWNGMARGRYLPEVMGDGLANQINNPEVEVDITKPD 
SEQ ID NO: 231 

DGLANQ INNPEVEVD I TKPDMT I RQQ I MQLKIMTNRLRSAYNGNDVDFQD 
LRP2 

SEQ ID NO: 232 MDRGPAAVACTLLLALVACL 
SEQ ID NO: 233 GCAWTCQQGYFKCQSEGQC 
SEQ ID NO: 234 I PSEYRCDHVRDCPDGADEN 
SEQ ID NO: 235 CNYPTCGGYQFTCPSGRCIY 
SEQ ID NO: 23 6 SDERQDCSQSTCSSHQITCS 
SEQ ID NO: 23 7 

TLLLALVACLAPASGQECDSAHFRCGSGHC I PADWRCDGTKDCSDDADE I 
SEQ ID NO: 23 8 

RDCPDGADENDCQYPTCEQLTCDNGACYNTSQKCDWKVDCRDSSDEINCT 
LRPAP1 

SEQ ID NO: 23 9 RGLPALLLLLLFLGPWPAAS 
SEQ ID NO: 24 0 QLWEKAQRLHL P PVRLAE LH 
SEQ ID NO: 241 KYGLDGKKDARQVTSNSLSG 
SEQ ID NO: 242 EKVHEYNVLLETLSRTEEIH 
SEQ ID NO: 243 VSHQGYSTEAEFEEPRVIDL 
SEQ ID NO: 244 

AHEKLRHAESVGDGERVSRSREKHALLEGRTKELGYTVKKHLQDLSGRIS 
SEQ ID NO: 245 

ARQVTSNSLSGTQEDGLDDPRLEKLWHKAKTSGKFSGEELDKLWREFLHH 
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TTR 

SEQ ID NO: 246 LLLLCLAGLVFVSEAGPTGT 
SEQ ID NO: 247 WEPFASGKTSESGELHGLTT 
SEQ ID NO: 248 EEEFVEGIYKVEIDTKSYWK 
SEQ ID NO: 249 ALGISPFHEHAEWFTANDS 
SEQ ID NO: 250 GPRRYTIAALLSPYSYSTTA 
SEQ ID NO: 251 

LLCLAGLVFVSEAGPTGTGESKCPLMVKVLDAVRGSPAINVAVHVFRKAA 
SEQ ID NO: 252 

E SGELHGLTTEEEFVEG I YKVE I DTKS YWKALGI S P FHEHAE WFTANDS 
AP3D1 

SEQ ID NO: 253 LESGDLSMSSIKVDGIRMSF 
SEQ ID NO: 254 QNLLAKI CFHHHFS WERVD 
SEQ ID NO: 255 SCASMYSRSIQGHHVCLLVK 
SEQ ID NO: 256 KGENSVSVDGKCSDSTLLSN 
SEQ ID NO: 257 SDSTLLSNLLEEMKATLAKC 
SEQ ID NO: 258 

NLLAKICFHHHFSWERVDSCASMYSRSIQGHHVCLLVKKGENSVSVDGK 



Of APBB1 (710) Interactors: 
PN7740 

SEQ ID NO: 259 WDNFGIWDNRIDEPILLPPS 
SEQ ID NO: 260 LYFAVYDGHGGPAAADFCHT 
SEQ ID NO: 261 ATLLTSGTTATVALLRDGI E 
SEQ ID NO: 262 GGFVAWNSLGQPHVNGRLAM 
SEQ ID NO: 263 NFMVNSQE I CDFVNQCHDPN 
SEQ ID NO: 264 

LLQDDRRVT PTCHSSTSEPRCS RFDPDGS GS P ATWDNFG I WDNR I DE P I L 
SEQ ID NO: 265 

GQPHVNGRLAMTRS IGDLDLKTSGVIAEPETKRI KLHHADDSFLVLTTDG 



Of APBA1 Interactors : 
GLUL 

SEQ ID NO: 266 RTLDSEPKCVEELPEWNFDG 
SEQ ID NO: 267 SSTLQSEGSNSDMYLVPAAM 
SEQ ID NO: 268 MDMVSNQH PWFGMEQE YTLM 
SEQ ID NO: 269 RACLYAGVKIAGTNAEVMPA 
SEQ ID NO: 270 FPGPQGPYYCGVGADRAYGR 
SEQ ID NO: 271 

LQSEGSNSDMYLVPAAMFRDPFRKDPNKLVLCEVFKYNRRPAETNLRHTC 
SEQ ID NO: 272 

HPWFGMEQEYTLMGTDGHPFGWPSNGFPGPQGPYYCGVGADRAYGRDIVE 
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KIAA0472 

SEQ ID NO: 273 TTTPQQNKMDKL I E I LNSMR 
SEQ ID NO: 274 AVSDRSFAFTAAKLCDKMAL 
SEQ ID NO: 275 LCEVFGTMRS S TGE PFRVLV 
SEQ ID NO: 276 EMMTELLASARDKMLCPSES 
SEQ ID NO: 277 EVIELHANSWNPLTPPITQY 
SEQ ID NO: 278 

FTAAKLCDKMALFMVEGTKFRSLLLNMLQKDFTVREELQQQDVERWLGFI 
SEQ ID NO: 279 

RSSTGEPFRVLVCPIYTCLRELLQSQDVKEDAVLCCSMELQSTGRLLEEQ 



Of PSK467) Interactors: 
APBA1 

SEQ ID NO: 280 VRMMQAQEAVSRI KMAQKLA 
SEQ ID NO: 281 PLRTISYIADIGNIWLMAR 
SEQ ID NO: 2 82 AQSIGQAFSVAYQEFLRANG 
SEQ ID NO: 283 KQKGE I LGWI VESGWGS I L 
SEQ ID NO: 284 TCQS I I KGLKNQSRVKLNI V 
SEQ ID NO: 285 

ADIGNIWLMARRRMPRSNSQENVEASHPSQDGKRQYKMICHVFESEDAQ 
SEQ ID NO: 286 

GWIVESGWGSILPTVIIANMMHGGPAEKSGKLNIGDQIMSINGTSLVGL 
PGAD 

SEQ ID NO: 287 MAFANLRKVLISDSLDPCCR 
SEQ ID NO: 288 QNLSKEELIAELQDCEGLIV 
SEQ ID NO: 289 AD V I NAAE KLQ WGRAGTG V 
SEQ ID NO: 290 LVMNTPNGNSLSAAELTCGM 
SEQ ID NO: 291 DEGALLRALQSGQCAGAALD 
SEQ ID NO: 2 92 

QATASMKDGKWERKKFMGTELNGKTLGILGLGRIGREVATRMQSFGMKTI 
SEQ ID NO: 293 

SASFGVQQLPLEEIWPLCDFITVHTPLLPSTTGLLNDNTFAQCKKGVRW 
ETFB 

SEQ ID NO: 2 94 TDGVKHSMNPFCE I AVEEAV 
SEQ ID NO: 295 VIAVSCGPAQCQETIRTALA 
SEQ ID NO: 296 LLGKQAIDDDCNQTGQMTAG 
SEQ ID NO: 297 VTADLRLNEPRYATLPNIMK 
SEQ ID NO: 2 98 AERLGPLQVARVLAKLAEKE 
SEQ ID NO: 2 99 

DDCNQTGQMTAGFLDWPQGTFASQVTLEGDKLKVEREIDGGLETLRLKLP 
SEQ ID NO: 300 

PR YATLPN I MKAKKKK I EVI KPGDLGVDLTSKLSVI S VEDPPQRTAGVKV 
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GAPD 

SEQ ID NO: 3 01 GKVKVGVNGFGRIGRLVTRAAFNS 
SEQ ID NO: 3 02 KAENGKLVI NGNP I T I FQERD 
SEQ ID NO: 3 03 I SAPSADAPMFVMGVNHEKY 
SEQ ID NO: 3 04 DNSLKI I SNASCTTNCLAPL 
SEQ ID NO: 3 05 AKVIHDNFGIVEGLMTTVHA 
SEQ ID NO: 3 06 

FGR I GRLVTRAAFNS GKVD I VA I ND PF I DLNYMVYMFQ YDSTHGKFHGT V 
SEQ ID NO: 3 07 

NGNP I T I FQERDPS KI KWGDAGAE YWE S TGVFTTMEKAGAHLQGGAKRV 
FKBP25 

SEQ ID NO: 3 08 VGVGKVIRGWDEALLTMSKG 
SEQ ID NO: 309 EKARLE I EPEWAYGKKGQPD 
SEQ ID NO: 3 10 DAKIPPNAKLTFEVELVDID 
SEQ ID NO: 311 

V I RGWDE ALLTMS KGEKARLE I EPEWAYGKKGQPDAKI PPNAKLTFEVEL 
RAB11A 

SEQ ID NO: 3 12 LKELRDHADSNIVIMLVGNK 
SEQ ID NO: 3 13 SDLRHLRAVPTDEARAFAEK 
SEQ ID NO: 314 NGLSFIETSALDSTNVEAAF 
SEQ ID NO: 315 QTILTEIYRIVSQKQMSDRR 
SEQ ID NO: 3 16 ENDMSPSNNWPIHVPPTTE 
SEQ ID NO: 3 17 

T I LTE I YR I VSQKQMSDRRENDMS P SNNWP I HVP PTTENKPKVQCCQNI 
SEQ ID NO: 3 18 

LKELRDHADSN I VI MLVGNKS DLRHLRAVPTDEARAFAE KNGLS F I ET S A 
ENOA 

SEQ ID NO: 319 ADLAGNSEVI LPVPAFNVIN 
SEQ ID NO: 320 AMRIGAEVYHNLKNVIKEKY 
SEQ ID NO: 321 KEGLELLKTAIGKAGYTDKV 
SEQ ID NO: 322 VIGMDVAASEFFRSGKYDLD 
SEQ ID NO: 323 KSF I KDYPWS I EDPFDQDD 
SEQ ID NO: 324 

WQKFTASAGIQWGDDLTVTNPKRIAKAVNEKSCNCLLLKVNQIGSVTES 
SEQ ID NO: 325 

QANGWGVMVSHRSGETEDTFIADLWGLCTGQIKTGAPCRSERLAKYNQL 
TFCP2 

SEQ ID NO: 326 QQQQQQQQQKHEDGDSNGTF 
SEQ ID NO: 327 NGTFFVYHAIYLEELTAVEL 
SEQ ID NO: 328 TEKIAQLFSISPCQISQIYK 
SEQ ID NO: 329 QGPTGIHVLISDEMIQNFQE 
SEQ ID NO: 330 EACFILDTMKQETNDSYHI I 
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SEQ ID NO: 331 

QQQQQQQQQKHEDGDSNGTFFVYHAIYLEELTAVELTEKIAQLFSISPCQ 
SEQ ID NO: 332 

CQISQIYKQGPTGIHVLISDEMIQNFQEEACFILDTMKQETNDSYHIILK 



Of PS2(448) Interactors: 
GAPD 

SEQ ID NO: 333 GKVKVGVNGFGR I GRLVTRA 
SEQ ID NO: 334 AINDPFIDLNYMVYMFQYDS 
SEQ ID NO: 335 KAENGKLVINGNPITIFQER 
SEQ ID NO: 33 6 I SAPSADAPMFVMGVNHEKY 
SEQ ID NO: 33 7 I TATQKTVDGPSGKLWRDGR 
SEQ ID NO: 33 8 

GNP I T I FQERDP SKI KWGDAGAE YWE STGVFTTMEKAGAHLQGGAKRVI 
SEQ ID NO: 33 9 

MFVMGVNHEKYDNSLKI I SNASCTTNCLAPLAKVIHDNFGI VEGLMTTVH 



Of CASK Interactors: 
DMD(3685) 

SEQ ID NO: 34 0 KLSIPQLSVTDYEIMEQRLG 
SEQ ID NO: 341 EFEEIEGRWKKLSSQLVEHC 
SEQ ID NO: 342 SEILKKQLKQCRLLVSDIQT 
SEQ ID NO: 34 3 MCQQVYARKEALKGGLEKTV 
SEQ ID NO: 344 KRAKEEAQQKEAKVKLLTES 
SEQ ID NO: 345 

VAQEALKKELETLTTNYQWLCTRLNGKCKTLEEVWACWHELLSYLEKANK 
SEQ ID NO: 34 6 

ADFVAFTNHFKQVFSDVQAREKELQTIFDTLPPMRYQETMSAIRTWVQQS 



Of CIB Interactors: 
SIP 

SEQ ID NO: 347 MKQALIASARRLPGVNMFEQ 
SEQ ID NO: 348 QASLSPSYIDLTECPYMWPY 
SEQ ID NO: 349 NGDNIEVAFSYSSVLWPWSG 
SEQ ID NO: 350 EQTSTVKLPIKVKIIPTPPR 
SEQ ID NO: 351 QGHGKLDLLRAYQILNSYKP 
SEQ ID NO: 352 

IDLTECPYMWPYCSQPIYYGGMPTVVNVTILNGMGVTGRIVDKPDWQPYL 
SEQ ID NO: 353 

NGDNIEVAFSYSSVLWPWSGYLAISISVTKKAASWEGIAQGHVMITVASP 
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ATPMB 

SEQ ID NO: 354 ADDLTD PAPATTFAHLDATT 
SEQ ID NO: 355 NI VGSEHYDVARGVQKI LQD 
SEQ ID NO: 356 YKSLQDIIAILGMDELSEED 
SEQ ID NO: 357 KLTVSRARKIQRFLSQPFQV 
SEQ ID NO: 358 VAEVFTGHMGKLVPLKETIK 
SEQ ID NO: 359 

ADDLTDPAPATTFAHLDATTVLSRAIAELGIYPAVDPLDSTSRIMDPNIV 
SEQ ID NO: 360 

ILGMDELSEEDKLTVSRARKIQRFLSQPFQVAEVFTGHMGKLVPLKETIK 



MAP3K10 

SEQ ID NO: 361 E I DALAVAYGVAMNKLTLP I 
SEQ ID NO: 362 EQSALFQMPLESFHSLQEDW 
SEQ ID NO: 363 RREQELAEREMD I VERELHL 
SEQ ID NO: 3 64 EHKITVQASPTLDKRKGSDG 
SEQ ID NO: 365 SSSGGSGTWSRGGPPKKEEL 
SEQ ID NO: 366 

LE S FHS LQEDWKLE I QHMFDDLRTKEKELRSREEELLRAAQEQRFQEEQL 
SEQ ID NO: 367 

PTLDKRKGSDGASPPASPSIIPRLRAIRLTPVDCGGSSSGSSSGGSGTWS 



SCD 

SEQ ID NO: 368 HHSFPYDYSASEYRWHINFN 
SEQ ID NO: 369 TFFIDWMAALGLTYDRKKVS 
SEQ ID NO: 370 SKAAI LARI KRTGDGNYKSG 
SEQ ID NO: 371 AS E YRWH I NFNTF F I DWMAA 
SEQ ID NO: 372 T YDRKKVS KAA I LAR I KRTG 
SEQ ID NO: 373 

HHS F P YD YS AS E YRWH I NFNT FF I DWMAALGLTYDRKKVS KAA I LAR I KR 
SEQ ID NO: 374 

AS E YRWH I NFNTF F I DWMAALGLT YDRKKVS KAAI LAR I KRTGDGNYKSG 



Of APBA2 Interactors: 
SIP 

SEQ ID NO: 375 DTGGANI PALNELLSVWNMG 
SEQ ID NO: 376 ANHDMYYASGCSIAKFPEDG 
SEQ ID NO: 377 IVLYGDSNCLDDSHRQKDCF 
SEQ ID NO: 378 EGNHLHRYSKVLEAHLGDPK 
SEQ ID NO: 379 PLNETAPSNLWKHQKLLSID 
SEQ ID NO: 380 

GCSIAKFPEDGWITQTFKDQGLEVLKQETAWENVPILGLYQIPAEGGG 
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SEQ ID NO: 381 

DDSHRQKDCFWLLDALLQYTSYGVTPPSLSHSGNRQRPPSGAGSVTPERM 



PDE9A 

SEQ ID NO: 382 CVHDNYRNNPFHNFRHCFCV 
SEQ ID NO: 383 NTYQ I NARTELAVRYND ISP 
SEQ ID NO: 384 LATDMARHAE I MD S F KE KME 
SEQ ID NO: 385 LEEYFMQSDREKSEGLPVAP 
SEQ ID NO: 386 QPLWESRDRYEELKRIDDAM 
SEQ ID NO: 387 

NEMLSCLEHMYHDLGLVRDFSINPVTLRRWLFCVHDNYRNNPFHNFRHCF 
SEQ ID NO: 388 

DREKSEGLPVAPFMDRDKVTKATAQIGFIKFVLIPMFETVTKLFPMVEEI 



Of GASP Interactors: 
PI4K 

SEQ ID NO: 389 SELEKEGLRCRSDSEDECST 
SEQ ID NO: 390 FKVGDDCRQDMLALQI IDLF 
SEQ ID NO: 3 91 GRQTDFGMYDYFTRQYGDES 
SEQ ID NO: 392 GH I I H I DFGFMFE S S PGGNL 
SEQ ID NO: 393 PYMDAWSLVTLMLDTGLPC 
SEQ ID NO: 3 94 

YDYFTRQYGDESTLAFQQARYNFIRSMAAYSLLLFLLQIKDRHNGNIMLD 
SEQ ID NO: 395 

FMFESSPGGNLGWEPDIKLTDEMVMIMGGKMEATPFKWFMEMCVRGYLAV 



5HT-2A 

SEQ ID NO: 396 YSNDFNSGEANTSDAFNWTV 
SEQ ID NO: 397 LSPSCLSLLHLQEKNWSALL 
SEQ ID NO: 398 TAWI ILTIAGNILVIMAVS 
SEQ ID NO: 399 LEKKLQNATNYFLMSLAIAD 
SEQ ID NO: 400 LMSLAIADMLLGFLVMPVSM 
SEQ ID NO: 401 

LYSNDFNSGEANTSDAFNWTVDSENRTNLSCEGCLSPSCLSLLHLQEKNW 
SEQ ID NO: 402 

ALLTAWIILTIAGNILVIMAVSLEKKLQNATNYFLMSLAIADMLLGFLV 



Of KIAA0351 Interactors: 
TRIO(2861) 

SEQ ID NO: 403 V I HE VLHHQRHVRT I WQHRK 
SEQ ID NO: 404 LHRARALQKRHEDFEEVAQN 
SEQ ID NO: 405 VRRVEQRKILLDMSVSFHTH 
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SEQ ID NO: 406 TLQVTVNV IKEGEDLIQQLR 
SEQ ID NO: 407 ELFQERKI KLELFLHVRI FE 
SEQ ID NO: 408 

QKRHEDFEEVAQNTYTNADKLLEAAEQLAQTGECDPEEIYQAAHQLEDRI 
SEQ ID NO: 409 

KEGEDLIQQLRDSAISSNKTPHNSSINHIETVLQQLDEAQSQMEELFQER 



Of BAX-beta Interactors : 
KCNMA1 

SEQ ID NO: 410 RILINPGNHLKIQEGTLGFF 
SEQ ID NO: 411 I ASDAKE VKRAF F YC KACHD 
SEQ ID NO: 412 D I TDP KR I KKCGCKRLEDEQ 
SEQ ID NO: 413 PSTLSPKKKQRNGGMRNSPN 
SEQ ID NO: 414 TS PKLMRHDPLL I PGNDQ I D 
SEQ ID NO: 415 

IITELVNDTNVQFLDQDDDDDPDTELYLTQPFACGTAFAVSVLDSLMSAT 
SEQ ID NO: 416 

VSILPGTPLSRADLRAVNINLCDMCVILSANQNNIDDTSLQDKECILASL 



Of FAK2 Interactors: 
ABCC8 

SEQ ID NO: 417 WYYHNIETSNFPKLLIALL 
SEQ ID NO: 418 MLLLVEVNVIRVRRYIFFKT 
SEQ ID NO: 419 PREVKPPEDLQDLGVRFLQP 
SEQ ID NO: 420 FVNLLS KGT YWWMNAF I KTA 
SEQ ID NO: 421 HKKPIDLRAIGKLPIAMRAL 
SEQ ID NO: 422 

WYYHNIETSNFPKLLIALLVYWTLAFITKTIKFVKFLDHAIGFSQLRFC 
SEQ ID NO: 423 

RFLQP FVNLL S KGT YWWMNAF I KTAHKKP I DLRAI GKLP I AMRALTNYQR 



Of RAB11A Interactors: 
FAK 

SEQ ID NO: 424 EMEEDQRWLEKEERFLKPDVR 
SEQ ID NO: 425 RG S I DREDGS LQGP I GNQH I YQ PVG 
SEQ ID NO: 426 GVKLQPQEISPPPTANLDRSNDKVY 
SEQ ID NO: 427 LRTLLATVDETI PLLPASTHRE 
SEQ ID NO: 428 LNSDLGELINKMKLAQQYVMTSLQ 
SEQ ID NO: 42 9 

GSLQGP I GNQH I YQPVGKPD PAAP PKKPPRPGAPGHLGSLASL S S PADS Y 
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SEQ ID NO: 430 

PPPTANLDRSNDKVYENVTGLVKAVIEMSSKIQPAPPEEYVPMVKEVGLA 



Of FAK Interactors: 
CSNK2A2 

SEQ ID NO: 431 IDLDPHFNDILGQHSRKRWE 
SEQ ID NO: 432 NF I HSENRHLVS PEALDLLD 
SEQ ID NO: 433 KLLRYDHQQRLTAKEAMEHP 
SEQ ID NO: 434 YFYPWKEQSQPCADNAVLS 
SEQ ID NO: 435 EQSQPCADNAVLSSGLTAAR 
SEQ ID NO: 436 

I DLD PHFND I LGQH S RKRWENF I HSENRHLVS PEALDLLDKLLRYDHQQR 
SEQ ID NO: 437 

LLDKLLRYDHQQRLTAKEAMEHPYFYPWKEQSQPCADNAVLSSGLTAAR 
GTM3 

SEQ ID NO: 438 AHAIRLLLEFTDTSYEEKRY 
SEQ ID NO: 439 YLLDGKNKI TQSNAI LRY I A 
SEQ ID NO: 440 EKLKPQYLEELPGQLKQFSM 
SEQ ID NO: 441 EKLKPQYLEELPGQLKQFSM 
SEQ ID NO: 442 SMCKMPINNKMAQWGNKPVC 
SEQ ID NO: 443 

GKNKITQSNAILRYIARKHNMCGETEEEKIRVDIIENQVMDFRTQLIRLC 
SEQ ID NO: 444 

QYLEELPGQLKQFSMFLWKFSWFAGEKLTFVDFLTYDILDQNRIFDPKCL 



Of BCR Interactors: 
PSD95 

SEQ ID NO: 445 LRVNDS I LFVNEVDVRE VTH 
SEQ ID NO: 446 NEVDVREVTHSAAVEALKEA 
SEQ ID NO: 447 QHI PGDNS I YVTKI I EGGAA 
SEQ ID NO: 448 LKVAKPSNAYLSDSYAPPDI 
SEQ ID NO: 449 PAEKVMEIKLIKGPKGLGFS 
SEQ ID NO: 450 

REVTHSAAVEALKEAGS I VRLYVMRRKPPAEKVME I KLI KGPKGLGFS I A 
SEQ ID NO: 451 

I YVTKI I EGGAAHKDGRLQI GDKI LAVNS VGLEDVMHEDAVAALKNTYDV 
DLG3 

SEQ ID NO: 452 STPKLNGSGPSWWPECTCTN 
SEQ ID NO: 453 NGSDGMFKYEEIVLERGNSG 
SEQ ID NO: 4 54 DCVLRVNE VE VS E WHS RAV 
SEQ ID NO: 455 FITKI I PGGAAAMDGRLGVN 
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SEQ ID NO: 456 TSDMVYLKVAKPGSLHLNDM 
SEQ ID NO: 457 

PPTRYSPIPRHMLAEEDFTREPRKIILHKGSTGLGFNIVGGEDGEGIFVS 
SEQ ID NO: 4 58 

DLSGELRRGDRILSVNGVNLRNATHEQAAAALKRAGQSVTIVAQYRPEEY 
SEMA4C(821) 

SEQ ID NO: 459 LVLSLRRRLREELEKGAKAT 
SEQ ID NO: 460 ATERTLVYPLELPKEPTSPP 
SEQ ID NO: 461 FRPCPEPDEKLWDPVGYYYS 
SEQ ID NO: 4 62 DGSLKIVPGHARCQPGGGPP 
SEQ ID NO: 463 SPPPGIPGQPLPSPTRLHLG 
SEQ ID NO: 4 64 

SNANGYVRLQLGGEDRGGLGH PL PELADELRRKLQQRQ PLPDSNPEESSV 
SEQ ID NO: 465 

YYYSDGSLKIVPGHARCQPGGGPPSPPPGIPGQPLPSPTRLHLGGGRNSN 
HTF4 

SEQ ID NO: 466 SFHRGSTSSSPYVAASHTPP 
SEQ ID NO: 467 INGSDS I LGTRGNAAGSSQT 
SEQ ID NO: 468 GDALGKALASIYSPDHTSSS 
SEQ ID NO: 469 FPSNPSTPVGSPSPLTGTSQ 
SEQ ID NO: 470 WPRPGGQAPSSPSYENSLHS 
SEQ ID NO: 471 

LQSRMEDRLDRLDDAIHVLRNHAVGPSTSLPAGHSDIHSLLGPSHNAPIG 
SEQ ID NO: 472 

GSLNSNYGGSSLVASSRSASMVGTHREDSVSLNGNHSVLSSTVTTSSTDL 
SRCAP 

SEQ ID NO: 473 NI LKKANQKRMLGDMAI EGG 
SEQ ID NO: 474 NFTTAYFKQQTIRELFDMPL 
SEQ ID NO: 475 EEPSSSSVPSAPEEEEETVA 
SEQ ID NO: 476 SKQTHILEQALCRAEDEEDI 
SEQ ID NO: 477 RAATQAKAEQVAELAEFNEN 
SEQ ID NO: 478 

DGFPAGEGEEAGRPGAEDEEMSRAEQEIAALVEQLTPIERYAMKFLEASL 
SEQ ID NO: 4 79 

AEQE I AALVEQLTP I ERYAMKFLEASLEEVSREELKQAEEQVEAARKDLD 



Of FKBP25 Interactors: 
CIB 

SEQ ID NO: 4 80 MGGSGSRLSKELLAEYQDLT 
SEQ ID NO: 481 FLTKQE I LLAHRRFCELLPQ 
SEQ ID NO: 4 82 EQRSVESSLRAQVPFEQILS 
SEQ ID NO: 4 83 LPELKANPFKERICRVFSTS 
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SEQ ID NO: 484 PAKDSLSFEDFLDLLSVFSD 
SEQ ID NO: 485 

TATPDI KSHYAFRI FDFDDDGTLNREDLSRLVNCLTGEGEDTRLSASEMK 
SEQ ID NO: 486 

TRLSASEMKQLIDNILEESDIDRDGTINLSEFQHVISRSPDFASSFKIVL 



Of APP(695) Interactors: 
BAT 3 

SEQ ID NO: 4 87 ADLQFSQLLGNLLGPAGPGA 
SEQ ID NO: 488 PPPPPPPPAPEQQTMPPPGS 
SEQ ID NO: 4 89 GSSESIAAFIQRLSGSSNIF 
SEQ ID NO: 4 90 LQPQLRSFFHQHYLGGQEPT 
SEQ ID NO: 491 FLQEQFNS I AAHVLHCTDSG 
SEQ ID NO: 4 92 

QDIQSQRKVKPQPPLSDAYLSGMPAKRRKTMQGEGPQLLLSEAVSRAAKA 
SEQ ID NO: 4 93 

VSWLTTMMGLRLQWLEHMPVGPDAILRYVRRVGDPPQPLPEEPMEVQGA 
PTPZ 

SEQ ID NO: 4 94 
SEQ ID NO: 495 
SEQ ID NO: 496 

KIAA0351 

SEQ ID NO: 4 97 
SEQ ID NO: 4 98 
SEQ ID NO: 4 99 
SEQ ID NO: 500 
SEQ ID NO: 501 
SEQ ID NO: 502 
CSLGNSAAVPTMEGPLRRKTLLKEGRKPALSSWTRYWVILSGSTLLYYGA 
SEQ ID NO: 503 

HYKSTPGKKVS I VGWMVQLPDDPEHPDI FQLNNPDKGNVYKFQTGSRFHA 
PGD-synt 

SEQ ID NO: 504 ALSMCKSWAPATDGGLNLT 
SEQ ID NO: 505 S TFLRKNQCE TRTMLLQ PAG 
SEQ ID NO: 506 SLGSYSYRSPHWGSTYSVSV 
SEQ ID NO: 507 GRWFSAGLASNSSWLREKKA 
SEQ ID NO: 508 VETDYDQYALLYSQGSKGPG 
SEQ ID NO: 509 

MATHHTLWMGLALLGVLGDLQAAPEAQVSVQPNFQQDKFLGRWFSAGLAS 
SEQ ID NO: 510 

EDFRMATLYSRTQTPRAELKEKFTAFCKAQGFTEDTIVFLPQTDKCMTEQ 



PNM YDNVNKLNAS LQET S VS 
I SSTKGMFPGSLAHTTTKVF 
KVFDHE I SQVPENNFSVQPT 



IDSAYPASGS IMENEQRSNQ 
MNNILRI IADLQVSCSYDHL 
DLAGPSAGSGSARFSRRPTC 
FPSEKARHLLDDSVLESRSP 
LGSSESSEFSEEMSSGLESP 
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Of ACHE (614) Interactors: 



CAPN4 

SEQ ID NO: 511 MFLVNSFLKGGGGGGGGGGG 
SEQ ID NO: 512 GNVLGGLI SGAGGGGGGGGG 
SEQ ID NO: 513 I LGGV I S A I S EAAAQ YNPE P 
SEQ ID NO: 514 ESEEVRQFRRLFAQLAGDDM 
SEQ ID NO: 515 MNILNKWTRHPDLKTDGFG 
SEQ ID NO: 516 

IDTCRSMVAVMDSDTTGKLGFEEFKYLWNNIKRWQAIYKQFDTDRSGTIC 
SEQ ID NO: 517 

GFHLNEHLYNMI IRRYSDESGNMDFDNFI SCLVRLDAMFRAFKSLDKDGT 
KIAA0436 

SEQ ID NO: 518 HVIEDSHKKITAQIKFLYEE 
SEQ ID NO: 519 KPQHYPS I HI TAYENDERVP 
SEQ ID NO: 520 NSNPELVRAVTLEAPFLDVL 
SEQ ID NO: 521 RGGGELGLQWHADGRLTKKL 
SEQ ID NO: 522 S KDGKLVPMTVFHKTDS EDL 
SEQ ID NO: 523 

ACGFIMDTNSDPKNCPFQLCSPIRPPKYYTYKFAEGKLFEETGHEDPITK 
SEQ ID NO: 524 

MNWDLFFTMKRNTKVIDLDMFKDHCVLFLKHSNLLYVNVIGLADDSVRSL 
ALPEND 

SEQ ID NO: 525 KEGILPERAEEAKLKAKYPS 
SEQ ID NO: 526 LGQKPGGSDFLMKRLQKGQK 
SEQ ID NO: 527 YFDSGDYNMAKAKMKNKQLP 
SEQ ID NO: 528 SAGPDKNLVTGDHI PTPQDL 
SEQ ID NO: 52 9 DL PQRKS S LVT S KLAGGQ VE 
SEQ ID NO: 53 0 

KEGILPERAEEAKLKAKYPSLGQKPGGSDFLMKRLQKGQKYFDSGDYNMA 
GIPC 

SEQ ID NO: 531 GSPTGRIEGFTNVKELYGKI 
SEQ ID NO: 532 AEAFRLPTAEVMFCTLNTHK 
SEQ ID NO: 533 VDMDKLLGGQ I GLED F I FAH 
SEQ ID NO: 534 KEVEVFKS EDALGLT I TDNG 
SEQ ID NO: 535 AF I KR I KEGS VI DH I HL I S V 
SEQ ID NO: 536 

QSLLGCRHYEVARLLKELPRGRTFTLKLTEPRKAFDMISQRSAGGRPGSG 
SEQ ID NO: 537 

ATVEDLPSAFEEKAIEKVDDLLESYMGIRDTELAATMVELGKDKRNPDEL 
CTNND2 

SEQ ID NO: 538 LAAPQGGSPTKLQRGGSAPE 
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SEQ ID NO: 539 ATATLQRPGSLAAGSRASYS 
SEQ ID NO: 540 RSLSQSQGVPLPPAHTGTYR 
SEQ ID NO: 541 ATFQRASYAAGPASNYADPY 
SEQ ID NO: 542 DNKI KAE I RRQGG I QLL VDL 
SEQ ID NO: 543 

LWNLSSCDALKMPIIQDALAVLTNAVIIPHSGWENSPLQDDRKIQLHSSQ 
SEQ ID NO: 544 

S PGEEARRRMRECDGLTDALLYVI QSALGS SE I DSKTVENCVC I LRNLSY 



Of CTNND2 Interactors: 
GIPC 

SEQ ID NO: 545 KKAPPLVENEEAEPGRGGLG 
SEQ ID NO: 546 GGGGSGGPQMGLPPPPPALR 
SEQ ID NO: 547 HGSPTGRIEGFTNVKELYGK 
SEQ ID NO: 548 TLNTHKVDMDKLLGGQIGLE 
SEQ ID NO: 54 9 S EDALGLT I TDNGAG YAF I K 
SEQ ID NO: 550 

NGQSLLGCRHYEVARLLKELPRGRTFTLKLTEPRKAFDMISQRSAGGRPG 
SEQ ID NO: 551 

RLRSRGPATVEDLPSAFEEKAIEKVDDLLESYMGIRDTELAATMVELGKD 
CLTC 

SEQ ID NO: 552 AILYSKFKPQKMREHLELFW 
SEQ ID NO: 553 AAEQAHLWAELVFLYDKYEE 
SEQ ID NO: 554 HPTDAWKEGQFKDI ITKVAN 
SEQ ID NO: 555 FKPLLLNDLLMVLS PRLDHT 
SEQ ID NO: 556 PYLRSVQNHNNKSVNESLNN 
SEQ ID NO: 557 

EKRECFGACLFTCYDLLRPDWLETAWRHNIMDFAMPYFIQVMKEYLTKV 
SEQ ID NO: 558 

KEEEQATETQPIVYGQPQLMLTAGPSVAVPPQAPFGYGYTAPPYGQPQPG 
PKP2 (881) 

SEQ ID NO: 559 GSRSRKVKEQYQDVPMPEEK 
SEQ ID NO: 560 SNPKGVEWLWHSIVIRMYLS 
SEQ ID NO: 561 L I AKS VRNYTQEAS LGALQN 
SEQ ID NO: 562 LTAGSGPMPTSVAQTWQKE 
SEQ ID NO: 563 SGLQHTRKMLHVGDPSVKKT 
SEQ ID NO: 564 

AISLLRNLSRNLSLQNEIAKETLPDLVSIIPDTVPSTDLLIETTASACYT 
SEQ ID NO: 565 

MPEEKSNPKGVEWLWHSIVIRMYLSLIAKSVRNYTQEASLGALQNLTAGS 
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BCR 

SEQ ID NO: 566 ALKAAFDVNNKDVSVMMSEM 
SEQ ID NO: 567 DVNAIAGTLKLYFRELPEPL 
SEQ ID NO: 568 FTDEFYPNFAEGIALSDPVA 
SEQ ID NO: 569 KESCMLNLLLSLPEANLLTF 
SEQ ID NO: 570 LFLLDHLKRVAEKEAVNKMS 
SEQ ID NO: 571 

TFLFLLDHLKRVAEKEAVNKMSLHNLATVFGPTLLRPSEKESKLPANPSQ 
SEQ ID NO: 572 

ALKAAFDVNNKDVSVMMSEMDVNAIAGTLKLYFRELPEPLFTDEFYPNFA 
14-3-3b(246) 

SEQ ID NO: 573 SELVQKAKLAEQAERYDDMA 
SEQ ID NO: 574 HELSNEERNLLSVAYKNWG 
SEQ ID NO: 575 WRVI SSI EQKTERNEKKQQM 
SEQ ID NO: 576 I EAELQD I CNDVLELLDKYL 
SEQ ID NO: 577 GLALNF S VF YYE I LNS PEKA 
SEQ ID NO: 578 

LKMKGD YFRYLSE VASGDNKQTTVSNSQQAYQEAFE I S KKEMQPTHP I RL 
SEQ ID NO: 579 

CSLAKTAFDEAIAELDTLNEESYKDSTLIMQLLRDNLTLWTSENQGDEGD 
14-3-3Z 

SEQ ID NO: 580 MDKNELVQKAKLAEQAERYD 
SEQ ID NO: 581 DMAACMKSVTEQGAELSNEE 
SEQ ID NO: 582 RNLLS VAYKNWGARRS SWR 
SEQ ID NO: 583 I EQKTEGAEKKQQMAREYRE 
SEQ ID NO: 584 CNDVLSLLEKFLI PNASQAE 
SEQ ID NO: 585 

MKGD Y YRYLAE VAAGDDKKG I VDQ S QQAYQEAFE I S KKEMQ PTHPIRLGL 
SEQ ID NO: 586 

SPEKACSLAKTAFDEAIAELDTLSEESYKDSTLIMQLLRDNLTLWTSDTQ 
FAK2 

SEQ ID NO: 587 PFFWLENKDVIGVLEKGDRL 
SEQ ID NO: 588 PKPDLCPPVLYTLMTRCWDY 
SEQ ID NO: 589 CSLSDVYQMEKDIAMEQERN 
SEQ ID NO: 590 RPPPQTNLLAPKLQFQVPEG 
SEQ ID NO: 591 QMVEDYQWLRQEEKSLDPMV 
SEQ ID NO: 592 

PEKEVGYLEFTGPPQKPPRLGAQSIQPTANLDRTDDLVYLNVMELVRAVL 
SEQ ID NO: 593 

PEGYWWKNVGLTLRKL I GS VDDLLPSLPS S SRTEI EGTQKLLNKDLAE 
EPS8 

SEQ ID NO: 594 LFTPLNMWQATGGPELASS 
SEQ ID NO: 595 MGATMEQDLYQLAESVANVA 
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SEQ ID NO: 596 NIYTRGSHLDQGEAAVAFKP 
SEQ ID NO: 597 EILDDRKQWWKVRNASGDSG 
SEQ ID NO: 598 PYTHTIQKQRMEYGPRPADT 
SEQ ID NO: 599 

SSDSGGSIVRDSQRHKQLPVDRRKSQMEEVQDELIHRLTIGRSAAQKKFH 
SEQ ID NO: 62 600 

ITYDSTPEDVKTWLQSKGFNPVTVNSLGVLNGAQLFSLNKDELRTVCPEG 
GASP 

SEQ ID NO: 601 LLMEKIRDPFIHEISKIAMG 
SEQ ID NO: 602 MRSASQFTRDFIRDSGWSL 
SEQ ID NO: 603 I ETLLNY P S S RVRT S FLENM 
SEQ ID NO: 604 IRMAPPYPNLNIIQTYICKV 
SEQ ID NO: 605 CEETLAYSVDSPEQLSGIRM 
SEQ ID NO: 606 

LTTTTDYHTLVANYMSGFLSLLATGNAKTRFHVLKMLLNLSENLFMTKEL 
SEQ ID NO: 607 

FIGLFNREETNDNIQIVLAIFENIGNNIKKETVFSDDDFNIEPLISAFHK 



Of SNCA(140) Interactors: 
CTNND2 

SEQ ID NO: 608 SRLAKSYSTSSPINIWSSA 
SEQ ID NO: 609 YSKHSQELYATATLQRPGSL 
SEQ ID NO: 610 RSLSQSQGVPLPPAHTGTYR 
SEQ ID NO: 611 SPYSKSGPALPPEGTLARSP 
SEQ ID NO: 612 LRNLVYGKANDDNKIALKNC 
SEQ ID NO: 613 

NLSSCDALKMPI IQDALAVLTNAVI IPHSGWENSPLQDDRKIQLHSSQVL 
SEQ ID NO: 614 

VS S PGEEARRRMRECDGLTDALLYVIQSALGS SE IDSKTVENCVC I LRNL 



Of ERAB Interactors : 
CTNND2 

SEQ ID NO: 615 PINIWSSAGLSPIRVTSPP 
SEQ ID NO: 616 VHASEQYSKHSQELYATATL 
SEQ ID NO: 617 S PGVDS VPLQRTGSQHGPQN 
SEQ ID NO: 618 AAGPASNYADPYRQLQYCPS 
SEQ ID NO: 619 IQMLQHQFPSVQSNAAAYLQ 
SEQ ID NO: 62 0 

SSCDALKMPI IQDALAVLTNAVI IPHSGWENSPLQDDRKIQLHSSQVLRN 
SEQ ID NO: 621 

NVS S PGEEARRRMRECDGLTDALLYVI QS ALGS SE I DS KTVENCVC I LRN 
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Of Bcl2 -alpha Inter actors: 
CTNND2 

SEQ ID NO: 622 NVSSPGEEARRRMRECDGLT 
SEQ ID NO: 623 QGQHMGTDELDGLLCGEANG 
SEQ ID NO: 624 LWHPSIVKPYLTLLSECSNP 
SEQ ID NO: 625 LR I DNDRVACAVATALRNMA 
SEQ ID NO: 62 6 TAVCCTLHEVI TKNMENAKA 
SEQ ID NO: 627 

I SLKERKTDYECTGSNATYHGAKGEHTSRKDAMTAQNTGI STLYRNS YGA 
SEQ ID NO: 628 

SAQPVPQEPSRKDYETYQPFQNSTRNYDESFFEDQVHHRPPASEYTMHLG 



Of AXIN Interactors: 
cit-synt 

SEQ ID NO: 62 9 MALLTAAARLLGTKNASCLV 
SEQ ID NO: 63 0 LAARHASAS STNLKD I LADL 
SEQ ID NO: 631 I PKEQARI KTFRQQHGKTW 
SEQ ID NO: 632 GQ I TVDMM YGGMRGMKGLVY 
SEQ ID NO: 633 ETSVLDPDEGIRFRGFSIPE 
SEQ ID NO: 634 

GMKGLVYETSVLDPDEGIRFRGFSIPECQKLLPKAKGGEEPLPEGLFWLL 
SEQ ID NO: 63 5 

MALLTAAARLLGTKNASCLVLAARHASASSTNLKDILADLI PKEQARI KT 
ALDOC 

SEQ ID NO: 63 6 LAAVYKALSDHHVYLEGTLL 
SEQ ID NO: 637 KPNMVTPGHACP I KYTPEE I 
SEQ ID NO: 63 8 AMATVTALRRTVPPAVPGVT 
SEQ ID NO: 63 9 FLSGGQSEEEASFNLNAINR 
SEQ ID NO: 640 CPLPRPWALTFSYGRALQAS 
SEQ ID NO: 641 

ALNAWRGQRDNAGAATEEFIKRAEVNGLAAQGKYEGSGEDGGAAAQSLYI 
SEQ ID NO: 642 

IKYTPEEIAMATVTALRRTVPPAVPGVTFLSGGQSEEEASFNLNAINRCP 
CKB 

SEQ ID NO: 643 VDNPGHPYIMTVGCVAGDEE 
SEQ ID NO: 644 LDPNYVLS SRVRTGRS I RGF 
SEQ ID NO: 645 EAEQQQL I DDHFLFDKPVS P 
SEQ ID NO: 646 EDRHGGYKPSDEHKTDLNPD 
SEQ ID NO: 647 ARGIWHNDNKTFLVWVNEED 
SEQ ID NO: 648 

TRFCTGLTQIETLFKSKDYEFMWNPHLGYILTCPSNLGTGLRAGVHIKLP 
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SEQ ID NO: 649 

KHEKFSEVLKRLRLQKRGTGGVDTAAVGGVFDVSNADRLGFSEVELVQMV 



NRGN 

SEQ ID NO: 650 MDCCTENAC S KPDDD I LD I P 
SEQ ID NO: 651 LDDPGANAAAAKIQASFRGH 
SEQ ID NO: 652 MARKKI KSGERGRKGPGPGG 
SEQ ID NO: 653 

AKIQASFRGHMARKKIKSGERGRKGPGPGGMARKKI KSGERGRKGPGPGG 
RAB3A 

SEQ ID NO: 654 MASATDSRYGQKESSDQNFD 
SEQ ID NO: 655 YMFKILIIGNSSVGKTSFLF 
SEQ ID NO: 656 RYADDSFTPAFVSTVGIDFK 
SEQ ID NO: 657 VKT I YRNDKR I KLQI WDTAG 
SEQ ID NO: 658 QERYRT I TTAYYRGAMGF I L 
SEQ ID NO: 659 

VKT I YRNDKRI KLQ I WDTAGQERYRTI TTAYYRGAMGF I LMYD I TNEESF 
SEQ ID NO: 660 

TDSRYGQKESSDQNFDYMFKILIIGNSSVGKTSFLFRYADDSFTPAFVST 
PRDX3 

SEQ ID NO: MAAAVGRLLRASVARHVSAI 
SEQ ID NO: 661 HAPAVTQHAPYFKGTAWNG 
SEQ ID NO: 662 EFHDVNCEWAVSVDSHFSH 
SEQ ID NO: 663 LALRGLFIIDPNGVIKHLSV 
SEQ ID NO: 664 SPTIKPSPAASKEYFQKVNQ 
SEQ ID NO: 665 

RASVARHVSAIPWGISATAALRPAACGRTSLTNLLCSGSSQAKLFSTSSS 
SEQ ID NO: 666 

EWAVSVDSHFSHLAWINTPRKNGGLGHMNIALLSDLTKQISRDYGVLLE 
SMN1 

SEQ ID NO: 667 MAMSSGGSGGGVPEQEDSVL 
SEQ ID NO: 668 KPKTTPKRKPAKKNKSQKKN 
SEQ ID NO: 669 ETCVWYTGYGNREEQNLSD 
SEQ ID NO: 670 DNIKPKSAPWNSFLPPPPPM 
SEQ ID NO: 671 PIIPPPPPICPDSLDDADAL 
SEQ ID NO: 672 

YGNREEQNLSDLLSPICEVANNIEQNAQENENESQVSTDESENSRSPGNK 
SEQ ID NO: 673 

KPKTTPKRKPAKKNKSQKKNTAASLQQWKVGDKCSAIWSEDGCIYPATIA 
SFRS9 

SEQ ID NO: 674 GETSYIRVYPERSTSYGYSR 
SEQ ID NO: 675 SRSGSRGRDS PYQSRGS PHY 
SEQ ID NO: 676 RDSPYQSRGSPHYFSPFRPY 
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Of TFCP2 Interactors : 



APP695 

SEQ ID NO: 677 ML PGLALLLLAAWTARALE V 
SEQ ID NO: 678 TC IDTKEGI LQYCQEVYPEL 
SEQ ID NO: 679 EFVSDALLVPDKCKFLHQER 
SEQ ID NO: 680 GVEFVCCPLAEESDNVDSAD 
SEQ ID NO: 681 NVDSADAEEDDSDVWWGGAD 
SEQ ID NO: 682 

QYCQEVYPELQITNWEANQPVTIQNWCKRGRKQCKTHPHFVIPYRCLVG 
SEQ ID NO: 683 

PDKCKFLHQERMDVCETHLHWHTVAKETCSEKSTNLHDYGMLLPCGIDKF 
4F5S 

SEQ ID NO: 684 MARGNQRELARQKNMKKTQE 
SEQ ID NO: 685 I SKGKRKEDSLTASQRKQRD 
SEQ ID NO: 686 S E I MQE KQKAANE KKSMQTR 
SEQ ID NO: 687 

MARGNQRELARQKNMKKTQE I SKGKRKEDSLTASQRKQRDSE I MQEKQKA 
SEQ ID NO: 688 

KNMKKTQEISKGKRKEDSLTASQRKQRDSEIMQEKQKAANEKKSMQTREK 



PN7740 Peptide Inhibitors 

SEQ ID NO: 689 

pqknwthrlhlnrf svsgtattysqssastyvptvcngrevldsttssl 
SEQ ID NO: 690 

qknwthrlhlnrf svsgtattysqssastyvptvcngre 
SEQ ID NO -.691 

Knwthrlhlnrf svsgtattysqssastyvptvc 

SEQ ID NO: 692 

nwthrlhlnrf svsgtattysqssastyv 

SEQ ID NO: 693 
nwthrlhlnrf svsgtattysqss 

SEQ ID NO: 694 
thrlhlnrf svsgtattysq 

SEQ ID NO: 695 
hrlhlnrf svsgtattys 
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